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Epeuvnuikad Evéiadépovta

AELTOUPYLKN YOVISLWHATLKN Kot eEEAIKTIKI) BloAoyilo CUCTNUATWY

= JUYKPLTLKI YOVISLWHATIKA Kot GUAOYEVETIKA avAAUGH BLOEVEPYNTLKWY LOVOTIATLWY

= Moplakn €€€AEN TNG EVOOKUTTAPLKNC KUKAODOPLOG OTOV KOLVO TIPOYOVO TWV EUKOPUWTWY
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